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Abstract. Coral reefs provide food and livelihoods for hundreds
of millions of coastal people in over 100 countries.
Unfortunately, this diverse ecosystem is under increasing threat
both from local anthropogenic and global climate change
related impacts. Healthy coral reefs are naturally resilient
ecosystems that over time can recover from disturbances.
However, their ability to bounce back from such disturbances
and re-grow is compromised by local human impacts which
stress corals, reducing growth and reproduction and increasing
susceptibility to disease and predators. Although research into
coral reef restoration has increased dramatically over the last
20 years, the subject is still in its infancy with reliably
documented successes (mostly involving coral transplantation)
few and at a small scale. My talk will provide an overview of the
state of reef restoration science and | will provide examples
from research that | have carried out during my post-doctoral
research at sites in the Indo-Western Pacific.
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Using molecular phylogeny to evaluate
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characters in classificatior—An
example from mosgeristome

Dr. Ho BoorChuan
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Abstract The advances in DNA amplification and sequencing
techniques have facilitated the effective use of nucleotide
sequences as independent data to test against the significance of
supposedly important morphologies used in the classification of
living organisms. The moss Order Hookeriales has a long history of
controversy with its morphological-based classification. Dissimilar
peristome types occur in several generic pairs that are otherwise
indistinguishable by morphological features. The use of peristome
morphology has resulted also in a contrasting system of
classification based on leaf morphology. The Hookeriales is, thus,
an ideal group for using independent (multi-genes) nucleotide
sequence data to test against past classifications based on
morphology, thereby assessing the systematic value of the
peristome and other morphological characters. In addition, the
reconstructed molecular phylogeny can be used to trace the
evolution pattern of selected morphological characters, like the
peristome.
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